EpigeneticSeq Workshop

Practical Introduction on ChIP-seq and Bisulfite-seq Data Analysis
20-22 May 2015

In the last decade, genome-wide approaches have
become key tools toward the comprehension of genome's
structure and gene regulation. With the advent of high-
throughput sequencing technologies, the amount of
today available genome-wide data is impressive, and
constantly growing, but this growth is not efficiently

’j counterbalanced by efficient data analysis.
7SS Gene bodv ) After the success of the first edition, the Human Genet-

ics Foundation (HuGeF) is proud to announce the second
\\/M P ‘Seq edition of the EpigeneticSeq Workshop 2015, a practical

course on ChIP-seq and Bisulfite-seq data analysis.

Short program:
Wednesday:

14:00 - 18:30 Introduction on Next-Gen Sequencing applications and analysis softwares

Thursday:

09:00 - 13:00 Practical course on ChlP-seq analysis for beginners
14:00 - 18:00 Interpretation and representation of ChlP-Seq data
21:00 Social dinner

Friday: PEXXVYVIHVGEF
09:00 - 13:30 Practical course on Bisulfite-seq ~ MUMAN GENETIGS FOUNDATION "TORINO —

analysis for beginners
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